Training the OncodriveROLE classifier with different combinations of features
Given the amount of features developed and evaluated in our work, it is possible to choose alternative features combinations to train the OncodriveROLE classifier, depending on the set of driver genes that the researcher intends to classify.
We have evaluated the performance of different classifiers employing several combinations of the predictive features. These combinations of features and the results of the classifier trained on them are shown in Table S2 . The performance of the classifiers trained on different features sets presents only very slight variations, with one or two genes in the cross-validation changing from one class to another. Although several classifiers with combination of only two features perform similarly as the classifiers with three features we have chosen to maintain all three in OncodriveROLE. We think that the incorporation of the information of CNAs may help classify novel driver genes with scarce mutational information. In other words, we have preferred to maintain a more versatile classifier. Nevertheless, the fact remains that probably most mutational drivers may be correctly classified only on the basis of their
